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Figure 1: Correction between COMMD7 and NF-xB in
hepatocellular carcinoma. (A) COMMD7 and (B) p65
expression in hepatocellular carcinoma and para-
carcinoma tissues using immunohistochemistry (IHC).

Representative images at different magnifications from

c D independent  experiments are  shown.  Tumor:
— 5'
R ) . . hepatocellular carcinoma; Normal: para-carcinoma tissue.
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